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Cloning of 26 ku Glutathione S-transferase Gene of
Schistosoma japonicum and Analysis
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Abstract: [Objective] To amplify the gene of 26 ku glutathione S-transferase of Schistasoma japonicum
(S26GST) and construct a recombinant prokaryotic expression vector. [Methods] One pair of primers was de-
signed according to the sequence of GST. The cDNA fragment of Sj26GST gene w as obtained by RT-PCR, then
it was cloned into a vector -pBluescript (KS), and corroborated through restriction enzymes map .PCR and se-
quencing. [Results] GST-pBluescript (KS) recombinant clone was constructed successfully. [Conclusions] GST
recombinant clone was achieved in the experiment. It is prepared for further study on Gene-engineering vaccine.
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Fig. 2 Restriction analysis of recombinant plasmid

m: DNA markers; Lane 1: GST RT-PCR products; Lane 2.
pBluescript-GST PCR products; Lane 3: pBluescript-GST digested by
EcoRl and Hind NIIM: ADNA/ Hind Ill markers (repeated for 5

times)
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Spe 1 atgteccetalactaggitattggaaastisagagcctigtecaacceactegacttett 50
Sip  glglecectalactaggiiatigaasaattaagggectigtpeascocactegactictt

Sic 61 figgaatalctignagaanaataigaagegeattigialgagegegalgeaggtaataan 120
S5p rgg tgaagaaasalalgaagagcatitgt gegatgasgptaataas

Sie 121 tggcgaaacaaaaagtrtgaattgggtftggagtttcccaatcrtccttattataﬂgat 180
Sip teecgaascannnagtitpaattgggittggagittace aatcticctattatatigat

8jc 18] ggtgatgtiaaatinacacagtetatgaceatoatacgmatatage igne asgeacaac 240
Sip sgtgetghiaanitancacagictatggeeatcatecgiiatalagetgacangoacans

Sie 241 algtigegteptimecaanagageatgcagagstticaatpottgaaggagesgtittg 300
Sip stgttageigetiptceassagagegigoagaganticantgetigaaggagcapttitg

$jc 301 gamtiagatacggigtitcgagaatigcatatagtanagactttg gtt 360
Sip galaftagatacgpigittcgagantigeatatag taaagactitgaaactclcaaagh

Sic 361 garticttapeaagetaceigaaatgetgaanatpttcgaagategtttatgtcataza 420
Sip. galtttctageaagetaccigazatgetpaanatgitcgangateptrtatgtcatasa

Sicr 421 acatz.ttlanﬂtggtgntcatgmaucatcctgacttcatgtlgmtgucgctchgat 480
Sip ecatatitaaatggtoatcatgiaacceatecigacticatgtigiatgacpctetigat

Sjc- 48] gngﬂrtﬂlacatggact'caatg!gcdgga:gcgtlcccaaaattagmgnﬁaaa 540
Sip gitghittatacatggace caatgtgectgpatgepitcocasnntiagntgttitasa
Sjc 541 asacgtartgaspetat gatangtat”t gcaagtatatagea G0
Sip auacgtattgaagetatcecacaaattgatasptas” tigaaniceageaagtatatagea

S)c 801 tgecctttgcagypeipgeaagecacgitigatggtpgogaccatcetecanaaypaatt 661
Sp teRecittzcagggoiggeaagccacgtiggigglgocgaccatectecaanntaaatt

S)c- 661 aagaalgattgitilagtaaacattatitatcac iscaattaanctaast ataaatgleg 720
Sjp aagaatgaﬁgttnagtaaacaﬂamatcacﬁacaamnactaamataamgtcg
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Fig. 3 Analysis and comparing of sequences

Sje: Schistosoma japonicum (strain Chinese) Sjp: Schistosoma

japonicum (strain Philippines)
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